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BhELYR
AR RGOS AIR A, A5, IRASHRIL, checkpoint ID, Bl AR A A A1 B
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KLT-RBD £:AfiINH - 25758 - BEARLERR
DHC 3k

DERCE AT A5
B AR 55

KLT-RBD-CHEM & ¥t

v107-v110: X, 5/%, nfEI4, TENT
v111-v115: E5Z Evidence-D 5M-54r3%

vl1lé6:

I H S LR A &

ChemGraph. 18 Pk, RESFHBTING N —SMNERIEEA
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KLT-RBD EAHIRH - 55738 - BHREARESR
Bt A—T: BEIES. Al theorem/boundary registry, BHBiIA, checkpoint %5, Zrit4
H8. source register. object/engine/RBD schemas. FJEIM, software firewall, source-
carrier policy. review patch contract, freeze receipt. MuiE&H. % ik, BIFEARIERS
manifest,

1. BRENESSEILBR

FNEH OSSR B 7 G090, R EE PRI 7T RR R, ol A
& RESHE - RIESANZEEN S, FHMZ—RANSHELST Dom, AL, AHFTE, EREE
AL ZEMN, BRI JE AR

MTEALERTE D -

Fo - C@Cchem) - Repcchem)(R,I,U;D rep) — Evidence-D = QA — A-profile - CGI-vector —
matched-null - blind test — certificate v ABSTAIN.
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KLT-RBD EilIH - F/5E - BIRIGREER
2. 1t 1€ 5 KLT-RBD B9IE 1815
Al — M2 N AT REE B EAR B S HE—E, FIAFEMES, BE, B, EE, B, #
RIRAS, PR E 71, Kk, KLT-RBD ZI1E7EEA 2 morphism A1 Dom P RERYIH L T #fEADE
BRI,
AREHF) BRI’ FHERMERFEERE X, 10 H— AT S DT EE AR A i i e 4R
N, XK, HiENEGEHIRER AR X,
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KLT-RBD ZERITE - /5% - B U541
3.C@Cchem, : (LFHRNFEHF @IS

C@CchemX D HMFSIRE, FIFEHEE, WE, RMMESPICKATEN; KEZEZICFKEAEHE
EX NS AN ERES, X WEEYT A AAMEE, §HE— SRS REUE 2 25

— IR,

XNT Hotlo—2HI, EWFEEREAR R BESE HIHH - >Hotl - 2R C@CMNER, HAEmE R
FitE, BlEFE, Dom HRIFERUHLELES RBD-morphism, A RFENEATZ RIFELSR,

C@Cchem)=(event,state;Dom,source,uncertainty,lineage).
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
4. Rep.chem,=(R,I,U;D_rep) 57 S 1RIBAYSERL

b2 Reper 5 R, 1. U, D_rep PUstd, ARGELEMEH D_rep s “FEoiRIE" 2R, DAHRES
Evidence-D B BIHHHIESHE, D_rep N “BREESE |, mEWH—MEARRERN AN
{r] £ P BH YIS B N AT 45 52 O 2R A AR B

SR> D_rep, XRATCACREAIMM, Fhys@r 1, EAREH IR,
A=cr(U,L;R,D rep)=((U-R)(I-D rep))/((U-D rep)(I-R)).
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KLT-RBD S - 575% - B IR
5. \-EfE + ZLES R 1FE oA
SUR4 P A R BB 0T RN BAR QL B, A R VPRTFE AL, th R 0 B B A
LR W e, SR 5 B AT 5B,

PFUE A=—1 FEAREHFRE R G — A&, BEHANER TR TAYEL, gER5g) 1 FRE
AR EE, REAHERITE @S Evidence-D. Dom. G TFITRIMI ],
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
6. KMA ~ I,,, SEERLENHFE

P KMA ZEEH 1/2, 1/30 3/4. 2/3. 2 M 31EMIRRERI AR SRS, fE58 38, RXEENERE
T seed/artifact B, MMHERSERE M RBEAZ pE, BNZEEMR, BARMEIE,

SEHEZE R G R AT Z AT BUE anchor policy; &MIZICRK A REREF
exploratory IRA, ARESCRAINIEIRZ,
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KLT-RBD EilIH - F/5E - BIRIGREER
7. {LZ fiber F, 5258 idE

Fo = (stoich, redox, energy, kin, spec, cat, Dom, D rep, source, lineage).

[FX4 (same-object) fiber HEE&E I8 T [A—XR@EE, 203 b2 0E XA RBD-morphism &%
[liEIE, stoich/redox iBIEAAEEMMEL; energy. kin. spec fl cat MZREUEL Dom, HA,
DA A SRV T B N2 AR i, projection 5 identity AR X 7,

Fiilig, Ha. Iov HIBZPFCIEEECNRERSNZEY H - 11 - BIJE T spectral channel, v115 E.RHH
RILXARE, FHRH A blocker =,
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KLT-RBD I H - 55/5E - BIFGRLE R
8. Evidence-D.chem,5 E®,...E°, Bii##
HER DO/DO MRS ZE, KIFEZEHEHRICH EP,...,EPy, HHAE D_rep B, ZMEERHA
evidence object FYREE, [HAREEIZN R A H TN,

EPo < EP1 < EP2 < EP3 < EP4.

R RARNE IR

EPy RIFARIRFT / SR IRRR 12 source target

EPy XHRY- B 1715 locator source-bound

ED, #{E + unit + Dom normalized observation

uncertainty / method / lineage + Z& .
EP, v/ / ger = analysis-ready

el

ducibl kage +
EP, reprocuct ePaC age candidate-input, IFtruth
prereg/null/blind passport
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KLT-RBD HGIH - 5754 - B UREHHT
9. Dom * Hifil + FHEEE S HKIFHE MR

Dom 2Jd IR R, &1, MHAS. 87, ionic strength. bath gas. {4#5. J7i.
calibration A HAMM M, — DNEUEMN—1 Dom % E 5% —1 Dom, HEgEd B CH, Gt
WizsEF B4 blocker,

XTI AR BRI, fETRA TR RELIN, IREAREE ISR, N T, S ARES
junction, transport, IR Kkinetic effects{B&. XEMNIZRLE blocker ledger B036-B038 H1,
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KLT-RBD EilIH - F/5E - BIRIGREER
10. DHC chem, % BB 51 s ¥
5| N\ DHCchemyJEHM, ZEMEEAD A-hit & aE R 2208 E ) LA, SR EE = f TS mstE e

anchor WU ELES, THHBIEIE & H projection check FIfER,
DHC p = ®(A _obs, A anchor, IT channels, cr, Dom, D rep).

v97 1 seed WRA# I C_center, C_axis, C_harm I C_spec &40 S, 2 v103, ZFRIAXBEEHT
RN, AR S A BB, RS DGR msln, DHC BEN S 2 U2 kES.
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KLT-RBD ST H - 75% - BHEGLIR
11. ICER R ZREYS plus-one ¥ p (B

VERHC 2RI T LR B ARLE AT RE AN RS SHIHIRHIE: class_id. channel signature. Dom-class.
Evidence-D quality. projection_status. #{& bins LA lineage constraints, ZARIAGHIE L

RN R G EREXN RIRE VIR PLE,

p class = (1 + #{j : S null™(j) = S real})/(1+N).
LR E R ECERRN, plus-one JEZNHERR TEEW: p (H, AT CUATHELRE, MmN A RIEn
FHA7UERH,
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
12. Z2EM S FDR kiR

AT P12-002 {HER T “BH/FDR HallEH” IX—REE S, UXBUE family A R JeEE R
I,  PAROMIZARIEHR A IR

G _FDR=PASS = family locked A
dependence mode€{INDEPENDENT,PRDS,CERTIFIED OTHER} A
procedure valid for(dependence mode).

AN : outcome=ABSTAIN(FDR-DOM).

> multiplicity family #2421 & dependence_mode 1 procedure_id, W1HRfHEF
CERTIFIED_OTHER, WNIHHRAHKIEMERR 7 25 07E holdout #/R 2 HiIE o THEREIN q, FRETE
PR FIRR I & 7 B F 8 AN e - ik ) FDR fRIIE
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KLT-RBD HAlIH - 5756 - BHIRIREE R
13. lineage A% + n_eff S E{SX[aliPHE
T P12-003 WG BRAIE TR, [F— lineage AFHIIZ XL, HAETZ MEEMNT
XL, Ak, effective sample size 24 HH B AR (LR PFAE 1
n_eff = |C _holdout|, p = (1/n eff) X {ceC holdout} Y c, Y ce€{0,1}.
HAEFFIK Dom A, Bernoulli HAFHHIZMASSIERRS, Wilson XA RIEH, & NLAHER

WSk E W cluster-valid f2/%; 1EMZHG, outcome=ABSTAIN(CONF-UNIT), EFECH
sample_unit, dependence_certificate fl interval_method.
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KLT-RBD EliliH - 55734 - BHREREER
o=zl .

14. BT SIE A /EN
Blind protocol 15 /5 f#RE 77 7, HiddenChannel. AnchorPolicy. NullModel #1
Thresholds A {ERBOEE R~ Z BIEE. BUEE, R IEERITERE/MN, FEaiRs
matched null b4,
A Y preregistration, F/NIMWE K, multiplicity gate, source/Dom completeness DA Fiijll
P FN TR, A RV —Il, EMTR gate FIRIK, #AREEAEBS R 5@ Hik
anchor 8¢ threshold 3k “i8” .
o Support: FWUSEBUERMYINY, RIEM n_eff, effect gate. A& null. multiplicity passport PAK

blind superiority,
e TFalsification/boundary: DHC_real<DHC_null, p &TBE{#H. CGI/blocker gate FKiEiL, 5L

# blind prediction &AL T matched null,
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KLT-RBD #HtIiH - 555& - BEHRES R
15. v95 : NO,/N,0O, — kinetic exact row 5 narrow null
BTSRRI R, same-object IIEAEH 157877, kinetic row #l narrow null &AM
candidate JKSAEAE;, FHUS SERAFHE review level,
KIRBER © vo5
NO»/N> Oy A AH same-object kinetic/narrow-null £24%, 255G candidate gate, AUEIR
774 review._required_not_candidate,

V95 HI 7 iE I Tt B TEEFIY same-object ¥R, #EEVFI kinetic row 1T REE CERE G F -
VGl s

Carrier/locator: XMW KLT-RBD.pdf / chem_archive.txt lines 1914+
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KLT-RBD £HiiIiH - 55/5%E - BIEIRGR
16. v96 . CO+OH — experimental same-object branch
CO+OH 7y s 7 25 M) same-object |2, {H p_null 5 CGI ##ill7f4~ X +f candidate, XA
SEIR BN RO A A AT RIS BIBEH,
FFBET © v96
CO+OH -> CO, +H #77F T~ experimental same-object branch, J7H9 vI106 I & 17
CGI_lambda96=1.08 A p_null=0.8901, AllLi% 7 %% 5 %#F candidate X,

X — D [ RAE I 510 class harvest 5 matched-class null, i1 EE1# A NEE,

Carrier/locator: XMW KLT-RBD.pdf / lines 1769+
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KLT-RBD £:AfiINH - 25758 - BEARLERR

17.v97 . 5| A DHC.chem,

DHCchemy/@xt B LR BRPMERIIEI L . 344 M ARSZ HeAE B 1A 2 3@ 8T, vO7 /55R)8 T seed
geometry, [Mi-/2 truth-status,

FRIBET © v97
DHC_chem #5/ A% Desargues-harmonic seed geometry. B} channel triangle X
K center/axis/harmonic/spectral components.
V97 K&K seed_signal_only, 1% score JHFIMEEHIEFE, TTTAEZ T I,

Carrier/locator: XMW KLT-RBD.pdf / lines 1658+
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KLT-RBD EHlIiH - #7546 - BIRIREAG R
18. v98 . reaction-class statistics 5 underpower
V98 FRHH, TEIRA BEIHIFEN, JUAl score TESLIT L2 RFRHIEM, St IR R iAmId AN
blocker, i~ 2FEKBIEREH,
FFERR - v98
Reaction-class statistics ZH, [AfEEFIITHETE, 1F vI106 /K7, blocker BLK-106-003 Wi 7

class-level inference /9 n<5,
Underpower #& 17 critical blocker: THEX T 1R B 12 TTIF /G 1,

Carrier/locator: XMUIMW KLT-RBD.pdf / lines 1511+
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KLT-RBD EHlIiH - #7546 - BIRIREAG R
19. v99 . predictive-test protocol
v99 JJ5 predictive branch: AEHHENI MR CATIETE, FmAE s AT YN R i =5 B i
&,
RIREBER © v99
Predictive-test protocol iIEF /5. HFRMABERE i] WEAEFIE] 50 L i i

KB IRIF N opened_without _truth_status: PPEITIIIIESZESIE, B8R,

Carrier/locator: XMIMW KLT-RBD.pdf / lines 1382+
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KLT-RBD HAlIH - 5756 - BHIRIREE R
20. v100 . g truth-status BY doctrine chapter
v100 {CEML S doctrine chapter, HIEEEE NRALRIKSTEA 7N, XZE EW NS
IEEIRAS Z AR B A AR
FIRIEET © v100
Chemistry doctrine chapter #7 C@C. Reper. A. CGIL. DHC. null % prediction LA —#Z—HIE¥
BB,

V100 H)EZ0057 42 doctrine A IXTEECF LA, 1A7ERE class, null f] blind prediction Z 7,
VI RF without truth-status,

Carrier/locator: XMW KLT-RBD.pdf / lines 1218+
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
21.v101 . class harvest

v101 {2 class harvest 5| AHAKRGE IR IKRIR, candidate X R EICAE T —HHET IR HA R
BN lineage 5 Dom #2053 Al Ao
RIFIBER © v101
Class harvest IEX(7F/5, Target registry T#F A THVFHER, B7FFE 5 object/class identity.
channel signature, Dom, Evidence-D {R¥K)RI7% A,
X BB IR, HAF TG class-candidate,
Carrier/locator: XMW KLT-RBD.pdf / lines 1025+
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
22.v102 . Evidence-D normalization

v102 ff source/Dom normalization B N5l A gate, #/> D_source_id #l Dom_id HJIdRAZ
5 candidate inference,

FIRIEET © v102
Evidence-D normalization 3K D_source_id, Dom_id, units X quality/uncertainty 72518, #H
D_source_id fil Dom_id #7id-RTHEX ¥ candidate,

Normalization [X 4 identity. projection fil RBD-morphism, H2%if /%75 transter law A6 F
Y A= T ek
Carrier/locator: XMW KLT-RBD.pdf / lines 862+
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
23. v103 . DHC formalization

v103 #2 DHC M seed-index # M AEA MR £ projective channel map. #£1k posthoc-
anchor, FfAA#f identity/projection/morphism 5%,
FeiRERR © v103
DHC _chem /E=C1t % :
DHC rho = Phi(Delta obs, Delta anchor, Pi channels, cr, Dom, D)

KRTSR EI5HEE anchor policy, [X % channel types, (R## scale/projective correctness, 58
R & explicit blockers,

Carrier/locator: XMW KLT-RBD.pdf / lines 736+
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
24. v104 . matched-class null

v104 7 SARBE RS RIREEMHI Z AL, A ISE null B& score (/A U2 seed geometry signal,
FIFEER : vio4

Matched-class null (RE7 class, channel signature, Dom, Evidence-D quality. projection status X
K numeric bins.

AR Monte Carlo/permutation baseline >R/ plus-one permutation p-value, X#1% null #f, & DHC
VIAHE seed signal,

Carrier/locator: XMW KLT-RBD.pdf / lines 571+
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KLT-RBD EHlIiH - #7546 - BIRIREAG R
25.v105 . blind predictive test

v105 JE: 1t one-shot hidden-channel protocol, fE4FTERH, 1% gate CEITE, (HEARIERE
Fe5r BLIRIBTH2E50_EHAT,
SFREER © v105

HiddenChannel, AnchorPolicy. Thresholds 5 NullModel 7F reveal 2 FilZli€, Prediction 5
matched-class null L4,

HEVIOS IFFIHF, 1% gate #H/F( L EZH I, 1A full class dataset #2%, truth-status K1EH-
Carrier/locator: XMW1 KLT-RBD.pdf / lines 380+
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KLT-RBD EHlIiH - #7546 - BIRIREAG R
26.v106 . KLT-RBD-CHEM update

v106 8 prediction, blocker, theorem 45 null cards #ic#| RBD H, FHEE—NEN: MZEEA
B FEH AT BRI R 2R T

RBD-registration # A-domain-candidate # truth-status.

KR g% Truth $7+
v95 review_required_not_candidate H
v96 review_required_not_candidate =
v97 seed_signal_only &
v98 underpowered i
v99 predictive protocol opened =

doctrine closed without truth-

v100 &
status
v101-v105 gates/harvest/formalization &
rbd_registered_without_truth_stat
v106 73

us

FIFEER : v106
v95-v105 H9Z5 R prediction-cards, blocker-cards, theorem-candidates, null-cards f] status
ledger H9/EF &Il #) KL T-RBD-CHEM,

V106 /& ER RBD-registration != lambda-domain-candidate = truth-status; v95-v106 H9£55
checkpoint # truth promotion = no.

Carrier/locator: XMW KLT-RBD.pdf / lines 299+
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KLT-RBD EAlITH - 25/54E - #HIEIREGE R
27.v107-v110 : i * engine * reproducibility pack 5 monograph
patch
v107-v110 42753 S N—2H 5% checkpoint 4t & R 5] EIIMEREIEE, v107 JEAE protocol
article; v108 il DHC-engine; v109 [E%E reproducibility pack; v110 45K &L ZF 4,
XS PR E R T 0 E A,
engine PASS # EXT-RUN # CHEMICAL TRUTH.

RiFEER : v107

X% protocol article # same-object fiber, DHC_chem, Evidence-D, matched-class null 5 blind

predictive gate Zet 7y & 7/

X EHIHE HGILEIEE X protocol article without truth-status.

Carrier/locator: XMIMWsI KLT-RBD.pdf / protocol article

RiFEER : v108
DHC-engine 7/ A Parser, EvidenceDNormalizer, ChannelMapper. DHCBuilder.,
MatchedClassNull, BlindPredictionMasker, CGICalculator, RBDExporter 5 StatusLedger.

NO2/N204 ] CO+OH B % H1107% blocked without _truth_status, AJ#77 mechanics 12T
scientific validation,

Carrier/locator: XMW1 KLT-RBD.pdf / DHC-engine

FFBEE © v109

Reproducibility pack [E/ZE raw/processed data, scripts, figures/reports, checksums fi] README,
1E9) B B i A ¢ data -> DHC -> null -> prediction -> RBD cards.,

Reproducibility route TaECE M 7 EXT-RUN,
Carrier/locator: v32-168.pdf / reproducibility pack
HiREER © v110

Monograph patch #7v95-v109 & E LI F 5= 11, I EELIR seed-signal /= class-candidate /=
predictive-lambda-domain-candidate /= truth-status.

Carrier/locator: v32-168.pdf / monograph patch
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
28.v111-v115 : EI5E Evidence-D » JLiti@ESHM—S 9

X—EL T 1R MIER/E B cards # A ESE source-bound rows 2 f&, KSRGS KRAEZ,
v111 ¥ class dataset, {Hindependent_valid_n {}fik T exploratory gate; v112 5 A Ha/Io/HI 4
L2EEL; vI13 AR 431 spectral constants; v114 $REFEAF) 12247 HI+H - —Ho+ - 5 v115
FAF T elementary-class registry, {H source-bound n /54 1,

AT Ha(g)+12(g)<=2HI(g), v112idsk derived Evidence-D: ArH~-9.420 kJ/mol. ArS=~21.813]
mol™ K\, ArG=-15.924 kJ/mol, PAK Kp(298.15K)=616.147, XEEZIREMRNH#(T, 2 DHC
proof,

TEVI13H1, VAR5 I, spectral row B —1 B_e £l ; TEETHRVEBUER H 2 |l, AL MERS
primary NIST carrier #Xf, Freeze fREJIEICS, (HAE RV MW HY 50 UE £ E Bl
FIRERR ¢ v111
Class dataset expansion ;A7 target registry, {H independent_valid_n=2<5, #7781 aEICEM
effective sample size,

Carrier/locator: v32-168.pdf / class dataset expansion
FIFEER | v112
X7 H2(g)+12(g)<->2HI(g), -FA source-bound NIST thermochemistry rows, Derived values:

Delta_rH=-9.420 kj/mol, Delta_rS=21.813 J/mol/K, Delta_rG=-15.924 kj/mol,
Kp(298. 15K)=616.147,

BLEE Evidence-D derived rows, [fii14E DHC proof; independent valid_n_strict_class=2<5,

Carrier/locator: v32-168.pdf / real Evidence-D import

FIRIERT ¢ v113
NIST diatomic constants ###%5 H2, 12, HI#J molecular spectral channel rows; ZRIHT exact
kinetic row 17884 Dlocker.

#F derived ratios ¥ rational anchors, {H posthoc-anchor warning (#¥F 135, G 17— 1¢
candidate status,

Carrier/locator: v32-168.pdf / kinetic/spec numeric extraction

KRB : vi14
E#% macro kinetic row B2 Z R, THF 298 K FHIEA R WIT HI+H- -> H2+1- (Vasileiadis &
Benson, 1997, NIST kinetics route) .

BT elementary-switch branch, H7E##H mechanism graph/RBD-morphism i, 7 7<F/m T
macro equilibrium,

Carrier/locator: v32-168.pdf / kinetic source search
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KLT-RBD 2RI H - #5754 - BIRIRSEHR
RiFIBER : v115

#17 CLS-IODINE-HYDROGEN-RADICAL-ELEMENTARY, 277 target reactions, 1H
source_bound_elementary_rows=I,

WAL I & molecular diatomic spectra %5 atomic H/I spectra; macro-to-elementary morphism 44
Hi & stoichiometric closure, radical balance %5 Dom preservation,

Carrier/locator: v32-168.pdf / iodine-hydrogen elementary class
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KLT-RBD EuiIiH - 28/5E - BHERGRESE R
29.v116 : RETEBS MRS REFAS

V116 B ¥Ek vo5-v115 B EERIFLSR, EHAEMZRIZES “fEHRRPHIEN" . BRI
—ANERE, AlRVEHE: EERIERTY, RERE—DRESRNIET 26 gates HIXREEE

7l

RETETE T6-STAT-116

TE 33 vO5-v115 H, AR EUEAIN REON 5355, {# D/Dom completeness. CGI-class

blocker gate. TEEMEINL class size FHLE R p-class threshold PAR Y] blind prediction [FIH

3o W, fEIZIERVEMR, LRSI class-candidate, predictive-A-domain-candidate 5%

truth-status,

IEHESE

v111: target registry #4 /&, {Hindependent_valid_n=2<5,

e v112-v113: Ha/Io/HI Y Evidence-D 5 spectral layers 522k, {H macro kinetic exact row
IARK A,

o v114: EKEFEARZN AN HIHH - —Hotl - ; {EIXA RBD-morphism i, ‘&A5 M PR —,

e V115: elementary class registry B4 /5, {H source_bound_elementary_rows=1<5;
atomic/molecular spectral separation PAf blind/null gates /54K 2% M4,

o [KIt, BtE gate &R E; ZE1k status promotion,

seed-signal # class-candidate # predictive-A-domain-candidate # truth-status.

IERIX—RESEHRE Y TSRS DHC_chem f&%f OPEN-NOT-CONFIRMED, EH#if2JREY
[]%Z 2 ABSTAIN,

RIFBER © v116
R checkpoint [E7E negative disciplined closure: 7F v95-v115 7, BN 5 /LR |ah
I D/Dom, CGl/blocker. class statistics, matched-null %5 blind prediction.

DHC_chem IRIRFFHLMARFGIA, HFZEHGLE, BRI IFHH external Evidence-D class I #7
’Z{Z\ o

Carrier/locator: v32-168.pdf / final chemistry monograph and physics roadmap
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30. ChemGraph * software firewall + &g blockers 5 TF—9SBEIF

ChemGraph ##% source objects. Reper cards, domain records. null/blind passports.
blockers PAJ status ledger, ARG SCFRORE ™4« G/ D AFRFEIN A7 AE
BLOCKER/ABSTAIN, (i 2#tEREABIME,

Legacy scalar Auth=1/(1+8)#1 scalar CRI HfR 4 diagnostic closeness, B2 truth,
probability 8¢ chemical support, {E{f] scalarization #BZfE Dom NEBIL, F HARERR
vector CGI/gap profile, 7EHHH typed adapter Z i, T6-B032 fr+f OPEN,

HREERIIEZE blockers
o SRR AIY FR RN T Y n_eff;

e [X4% molecular 5 atomic spectral channels;

e ff macro equilibrium 5 elementary mechanism graph Z [A#5i& &3 RBD-morphism;
» 2177 dependence passport /™% matched-class null;

e J&177% one-shot reveal iy blind hidden-channel test;

o PAFHMEIHNZ EXT-RUN replication;

o REJi% FC-gate FI5E% proof/source ledger,

T—RIEEEIR REEHHTH source-bound RSN EE K5, H#HM anchor E#FiHEELHIER
BHEIT, IR SEL,
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MR A. FEIES

s el 34
C@Cchem, event@state object ISR SRS
Repchem, typed reper (R,I,U;D_rep)
D_rep foundation coordinate Reper BJ7E 7 ARHE
EPo...EPy evidence ladder Evidence-D 2%
Dom domain passport TE I
QA admissible projective domain cross-ratio S
DHCchem, protocol geometry % J@JE coherence Hi&
CGI vector gap profile MIZEROERE; 2 truth-score
EXT-RUN external run AT AR SR UE
ABSTAIN status WAFE gate RGN B LRSS 18

MR B. FLERRATUZ D

C@Ccchem)=(event,state;Dom,source,uncertainty,lineage)
Repcchem)=(R,I,U;D rep)

A=cr(U,L;R,D rep)=((U-R)(I-D rep))/((U-D rep)(I-R))
Fo=(stoich,redox,energy,kin,spec,cat,Dom,D rep,source,lineage)
DHC p=®(A obs,A anchor,IT channels,cr,Dom,D rep)
p_class=(1+#{j:S null™(j)=S real})/(1+N)
G_FDR=family locked A dependence mode A procedure valid
n_eff=|C holdout|; p=(1/n_eff)ZY c
candidate = D/Dom A null A multiplicity A effect A blind A provenance
engine PASS # EXT RUN # truth status

TP v0.11 PEERIERFEH, IHv0.10 master & 194 MAR ID, 7 source-traced freeze AEEID
[CERFRIIDIE ID; BREEE AL, T proof ledger FIKE R B NI RS R L 55

© 2026 )5 - B Z g E - PR &FK - 35



KLT-RBD £HiiIiH - 55/5%E - BIEIRGR
[} C. Theorem/boundary registry freeze

ID xRk K&
A=—1J& projective-harmonic
T6-BND-001 structural condition, & BOUNDARY
chemical truth
H/b D id/D id T A=
T6.BND-002 b _éourc?_1 /Dom_id BIf7R PROTOCOL
5 candidate inference
1 t ZHIAAFETE matched
T6.BND-003 class support Z BiA4if£1E matche PROTOCOL
null
T6-BND-004 blind channel & 4fE reveal 2 §ij[&E & PROTOCOL
V115 FR A X S A R
T6-STAT-116 VOSVLLS A RIEL A ) SOURCE-TRACE PROVED
gates YA HY
software diagnostic scalar &
T6-BND-005 . BOUNDARY
probability/truth
EXT-RUN=NOT_RUN A &¢
T6-BND-006 BOUNDARY

fixture/selftest PASS #X

v0.10 35 92 4% theorem/boundary records F~REHIX 5K X% freeze R, XM T T6-RA5, ‘A4
SENIRAT proof object KE F 5%,

Bt D. PHERIN & M T6-B035...T6-B041

D A0 fik a1
%5 DIDACTIC/SYNTHETIC, =tPL
T6-B035 B cards PREX AR FEE L, & HE 52 null/blind/EXT Y source-

bound measured dossier 1<,

AY N i i N
B adapter B T 219 [E7E T. solvent, ionic strength

T6-B036 activity model, y_i, uncertainty.
activity HH#., y mocen ¥ Y
calibration 5 raw source,
$24t T-dependent Ksp
T6.8037 Ksp/speciation LA FEG—IEH source/version. phase. solvent.

b2 ionic strength, speciation model 5
raw measurements,
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T6-B039

T6-B040

T6-B041

AEEF equilibrium potential 5
junction, transport, IR. kinetic
effects 73 &

BN mechanism 57 E.

%A history 5 metrology, material
state/defect Z5iE AR AT ITFS,

HE /LT FK score HULANRISHE, RAR
BN,

M3 3% E. v95-v116 checkpoint ¥Ep%E

LR

v95

v96

v97

vo8

v99

v100

v101

v102

v103

v104

v105

v106

gk
review; no candidate
review; no candidate
seed geometry
underpowered
protocol opened
doctrine without truth
harvest opened
Evidence-D normalized
formalization
matched-null formalized
blind protocol opened

RBD registered
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[E7€ electrode/reference/junction/
transport passport, activities,
current efficiency 5 uncertainty,
Wegk source-bound
kinetic/stereo/isotope/spectral
class, FHHEHF exclusions HI3E4+
mechanism graph,

[ phase. defect. process
history. sample lineage.
metrology. uncertainty 5

transport witness,
R TR, predeclared rubric,

inter-rater reliability 5 appeal
protocol #17 blinded benchmark,

Truth promotion
no
no
no
no
no
no
no
no
no
no
no

no
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v107 protocol article no
v108 engine prototype no
v109 reproducibility route no
v110 monograph patch no
v111l n independent < gate no
v112 real evidence partial no
v113 spectral partial; kinetic blocker no
v114 elementary bridge no
v115 source_bound n=1 no
v116 negative disciplined closure no

[} F. Confirmatory family 451t3RH8

TB
family_id
family_locked
dependence_mode
procedure_id
sample_unit

dependence_certificate

interval_method

effect_threshold
null_model
hidden_channel

outcome

i family identifier

reveal ZHiA4 true

INDEPENDENT / PRDS / CERTIFIED_OTHER

X$7iH] dependence mode A% multiplicity procedure
lineage component / HAMFISEIIK unit

371 /cluster dependence fHE

#8137 Bernoulli units A Wilson, N cluster-valid
method

reveal Hij[&E e_min
f#£F Dom/signature/quality 9 matched-class
HERTHE

support / falsification / ABSTAIN H-45Hi R
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[} G. Source register 5 authority classes

canonical_id

SRC-T6-CHEM-ARCH

SRC-V32-168

SRC-T6-REV011

SRC-NIST-WB

SRC-NIST-KIN

SRC-BH1995

SRC-BY2001

SRC-PS2010

SRC-SITE

KRR/l

XUMUA KLT-RBD.pdf -
Google Drive mirror

v32-168.pdf - Google Drive
mirror

T6-RU-REVIEW-v0.11

NIST Chemistry WebBook
SRD 69

NIST Chemical Kinetics
Database

Benjamini & Hochberg,
1995

Benjamini & Yekutieli,
2001

Phipson & Smyth, 2010

https://kurpishev.com

Authority

AUTHOR-ARCHIVE

AUTHOR-ARCHIVE

REVIEW-CONTROL

PRIMARY/EVALUATED

PRIMARY/EVALUATED

CLASSIC-STAT

CLASSIC-STAT

STAT-METHOD

AUTHOR-ARCHIVE

Locator/fEH

v95-v108 checkpoints;
1438-page carrier

v109-v116 + cross-domain
archive

P12/FC contract

thermochemistry,
molecular constants

kinetic source routes

FDR under independence

FDR under dependency
classes

permutation p-values not
zero

public

articles/monographs;
archive authority, not
numbering authority

Source-ledger #MN: —SLFMES | FHAMESR canonical_id. sha256 (% byte carrier) .
locator, accessed_at/edition 5 authority_class, #/>> page/section locator i id5% NO-
LOCATOR blocker; hash FgEfE locator,

© 2026 )5 - B2 E - PR &S - 39



KLT-RBD EilIH - F/5E - BIRIGREER
M5 H. X8 source-bound {tE I+

NO2/N,04 5 CO+OH #FH{E gate architecture ZEHIJI LB+, Az — DHC {RIZAVIE

B, Ha/Io/HI AT UiAA Evidence-D A58, DARAAIEIATIY. 2 F)Eik. FARB I #R 720 A
B8,

X v114, Vasileiadis & Benson (1997)37#F 298 K FHEEARZ) /1244 H+HI=Ho+1; EFH AT
AT S WA Hat L,=2HI MNE—XN %,

33 1. Chemical object £/)* schema

ChemicalRow=(object id,class id,reaction,channel,value,unit,Dom id,D source id,projecti
on_status,quality flag,uncertainty,lineage id,hidden flag).

/> Dom_id 8¢ D_source_id #i%17% A blocker; hidden_flag #1 blind protocol E#;
projection_status [X43 identity 5 projection/RBD-morphisms,

[} J. DHC-engine schema

E ENGINE=(Parser,EvidenceDNormalizer,ChannelMapper,DHCBuilder,MatchedClassNull
,BlindPredictionMasker,CGICalculator,RBDExporter,StatusLedger).

BMEHLAIRES typed D/Dom, Engine output A] PUZ2 R E I mechanics, [FIN science 1594 1R
£ ABSTAIN,

5 K. ChemGraph/RBD card schema

Card BB
source-card canonical_id, hash, locator, authority, Dom
reper-card R,I,U,D_rep, QA, provenance
null-card family_id, matching variables, seed, N, procedure

dicti q visible channels, hidden channel, prelock, loss, null
rediction-car
P comparison

blocker-card id, impact, resolution, status

statement, assumptions, dependencies, boundary,
theorem-card )
proof_object

status-ledger candidate class, gates, outcome, no-promotion receipt
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o 4k raw inputs &3 hashes

o f#iff] versioned transformation log #{ TRtk
o fEHCIERZHHIT DHC

o [HHEE seed/procedure 1T matched null

e blind mask/reveal HHf7—X

o T cards/status ledger

o {R7F software/version/environment metadata
e {£# negative/null outcomes

M5 M. Software semantic firewall

legacy Auth, legacy CRI — diagnostic only; diagnostic only »
truth/probability/chemical support.

Typed adapter £43 [A] vector gap profile, F7E Dom Hic5¢ scalarization weights, fEIZHT,
ChemGraph 154t legacy scalar F T Supportr,

Bf# 3% N. Source-carrier policy

A RIEH PDF carrier NREM “BIEFRIESCH” B, MOITEEAH hash FIRMTEMALREIAR, HE
% original hash, 7E byte portability R#EIEZ #i, "TPAM FC bundle H#ER bytes, RN £R
B canonical reference/hash,

3 O. Review patch contract P12-001...P12-008

Patch Freeze S:¥j Pish FC k&
P12-001 D_rep / E>_k B4 implemented i.n text; historical
master diff pending
P12-002 EIMA FDR dependence gate implemented in text

A lineage n_eff/confidence
passport

P12-003 implemented in text

proof fields E7& % ; 92 %% historical

P12-
004 records AEE

OPEN-ARCHIVE

497 £ Koz HE BA; AR 70
P12-005 i freeze JyyeRetise ik AL OPEN-ARCHIVE
%k original_en historical records
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P12-006 B035-B041 impact/resolution C.iFF% implemented

source schema/registry BIA; 58

P12-007

PARTIAL-ARCHIVE

# historical ledger 171K E

P12-008 normalize-or-exclude policy EMA implemented as policy

5% P. Freeze receipt
Gate
Text structure
Science locks
D notation

FDR passport

Lineage interval passport
Blocker B035-B041
Historical 92-record proof graph
Historical source ledger
DOCX/PDF render QA

T6-RAS5

iR Q AHEESRE

Freeze &5
PASS: 30 chapters + A-T
PASS: unchanged
PASS in freeze text
PASS in freeze text
PASS in freeze text
PASS in freeze text
OPEN-ARCHIVE; not falsely closed
PARTIAL-ARCHIVE
PASS; final receipt recorded in manifest

NOT_ISSUED

TEEAZBHEEE https://kurpishev.com MG ENIEX G LEMEMEM, 1E4 freeze i, ZMULHAL
i source archive, WIS ML E SN ERE YT\ H G, EZEFT, $3E

/2 KLT-RBD b4,
e FT1: https://kurpishev.com

e KLT-RBD Chem v116 RU: % E0 _ERATFFH; PDF
route: https://kurpishev.com/KLT_monographv32_116.pdf

e KLT-RBD Chemv116 EN: PDF

route: https://kurpishev.com/KLT_monographv32_116_en.pdf
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KAt freeze WA1T add-only SN ERMEMEAMER, HAEPITESE S HAZIRE,

B#R R. 53R

1. Kypnmmmes U.B. KLT2 PIX@PEAKS CHEM checkpoints v95-v116. fE#R4%E, 2026. https://kurpishev.com
2. Kypnuiies U.B. T6-RU-REVIEW-v0.11. B*#4wE 1, 2026-08-11,

3. NIST Chemistry WebBook, SRD 69. https://webbook.nist.gov/chemistry/

4. NIST Chemical Kinetics Database. https://kinetics.nist.gov/kinetics/

5. Huber, K.P.; Herzberg, G. Constants of Diatomic Molecules. Molecular Spectra and Molecular Structure 1V, 1979; data
compiled in NIST Chemistry WebBook.

6. Vasileiadis, S.; Benson, S.W. Kinetic study of H + HI -> H2 + I at 298 K. International Journal of Chemical Kinetics 29
(1997), 915-925.

7. Benjamini, Y.; Hochberg, Y. Controlling the False Discovery Rate: A Practical and Powerful Approach to Multiple
Testing. JRSS B 57 (1995), 289-300.

8. Benjamini, Y.; Yekutieli, D. The Control of the False Discovery Rate in Multiple Testing under Dependency. Annals of
Statistics 29 (2001), 1165-1188.

9. Phipson, B.; Smyth, G.K. Permutation P-values Should Never Be Zero. Statistical Applications in Genetics and
Molecular Biology 9 (2010).

10. IUPAC Gold Book. Activity; rate of reaction; kinetic electrolyte effect. https://goldbook.iupac.org/
11. NIST FIPS 180-4. Secure Hash Standard (SHS). https://csrc.nist.gov/pubs/fips/180-4/upd1/final

B S. RU-EN-ZH BliERIER

RU EN 1154
periep reper / reference frame element WAL | 20T
JIOCTATOYHOE OCHOBAHIIE sufficient foundation FETARYE
06J1aCTh TPUMEHUMOCTHU domain of applicability TE IR
COOBITHE@COCTOSHHE event@state FH@RES
HCTOYHUKOBas obecredeHHOCTh  source-bound evidence RIRRE UEHE
COTJIACOBAHHBIN HYJIb matched null VTR A5 Ay
crenoii mpeAckasaTenbHelii Tect  blind predictive test B e a6
pasphiB/6I0KED gap/blocker 15f [1/ REL DT 13
BO3/IEPKaHME OT BHIBOJA ABSTAIN RN
OTpHIATEBHO-IUCIUILIMHAPHBIN  negative disciplined result UICEAPEREES
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pesysibTar
HE MO TBEPK/IEHO not confirmed AR
BHEIIHMI HesaBUCUMbI porol  independent external run M7 AMERE PSS

MR T. Manifest 5P E&

&% freeze-manifest 5 DOCX/PDF JRTE—it2, HH A& RA SR SHA-256, 7 carrier X
hashes, build date, page count, science locks 5 QA receipt, Manifest A&z freeze f—ih
715 AEA] byte ZELAR QI EHAR A

REZEEFREIRAA

BNBHRE 03N, AR ERE N CEUEARN S B, 2RI — D BFEE: M A-
seed fkik&d Evidence-D, matched null, blind protocol, EEIESF AN, RLKRNE v1le Wl
WAEH, X—MERABSENMESET: S77EE SERRINRR R, CREiEdaEE sk,
science=ABSTAIN; DHC chem=0OPEN-NOT-CONFIRMED; EXT-RUN=NOT RUN;
truth layer promotion=0.

(EATASRARA S T3k B mIRAS, #RAIIHE R H source-bound corpus, FEM&EiH4#E, blind
prediction ANMSZIMNKESR , £, AU M T6-RU-FREEZE-v1.0 JRAAIEE /S ERTE H SRS,
PEA,
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